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(i

SEQUENCE CHARACTERISTICS:

(A) LENGTH: 569 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: unknown

(ii) MOLECULE TYPE: cDNA

(iii) HYPOTHETICAL: NO

(iv) ANTI-SENSE: NO

(x1i) SEQUENCE DESCRIPTION:

SEQ ID NO: 3:

TAAGACGACG GCCTCAGACT CCTTGGGTAT TTGGACCACT GCACCGAAGA

CCGGATTACC

GGCCGCCGTG

GGACGCGCAG

ACTGTTGCAC

TGGACCCCCA

AGCTGGCATC

TGGTCGCCGC

CTGAACCCGT

GGCAATAAAG

(2) INFORMATION FOR SEQ ID NO:

TCTCCCTGAG

ACGCTGCTGC

CCTCTGCCCG

GGAGCTGGCA

GGCCTCCAAG

CTGACCATGG

TGTCCGACTG

CTTCTATCCC

ACGTTTCTCT

CTCCAGACAC

TGCTGCTACT

ACTGCTGTCG

ACCACGCCGC

GACGGCTGCA

GCCGCCGCGC

CAACCGCCAC

TGTCCTAGTC

GTTGGTGTG

4:

CATGAACCTT

GCTGCCGCCG

CCAGAAGACG

GGGCATCCTC

GCGCCTCCTT

AGGCGCAGAG

CGCTTTAGCG

CTAACTTTCC

(i) SEQUENCE CHARACTERISTICS:

(A) LENGTH: 582 base pairs
(B) TYPE: nucleic acid
(C) STRANDEDNESS: single
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: cDNA

(iii) HYPOTHETICAL: NO

(iv) ANTI-SENSE: NO

(v) FRAGMENT TYPE: N-terminal

(x1i) SEQUENCE DESCRIPTION:

SEQ ID NO: 4:

CCTTCTACAA

GCGCTGCTGT

TGTTCCTGCC

ACTCTGGGAA

CAGGCCAACG

CTAGAGCCAT

CCCCGGGGCG

CCTCTCCTCG

TAAGACGACG GCCTCAGACT TCTTGGGTAT TTGGACCACT GCACTGAAGA

CCAGATTACT

GGCCGCCGTG

GGACGCACAG

ACTGTTGCAC

TGGACCTCCA

AGCTGGCATC

TGGTCGCGGC

TTGAACCCAT

TCTCTTGGTA

(2) INFORMATION FOR SEQ ID NO:

TTCCCCTGAG

ACGCTGCTGC

CCTCTGCCCG

GGAGCTGGCA

GGCCTCCAGG

CTGACCATGG

TGTCCGACCG

CTTCTATCCT

AATGGCAATA

CTCCAGGCAC

TGCTGCTACT

ACTGCTGTCG

ACCACGCTGC

GACGGCTGCA

GCCGCCGCGC

TAACTATCAC

TGTCCTGATC

AAGACGTTTC

5:

CATGAACTTT

GCTGCCACCG

CCAGAAGACG

GGGTATCCTG

GCGCCTCCTT

AGGCGCAGAG

CGCTTTAGCA

CAAACTTCCC

TCTGTTGGTG

CCTTCTACAA

GCGCTGCTGT

TGTTCCTGCC

ACTCTGGGAA

CAGGCCAACG

CTAGAGCCAC

CCCCGGGGAG

CCTCTGCTCG

TG

TACCA60

AGGT120

CGCT180

GGCT240

AGCG300

GTAA360

ATCC420

GATC480

CCAG540

569

GATCA60

AGGT120

CGCT180

GTCT240

AGCG300

GTAA360

ATCC420

GGTC480

CCGC540

582



